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Dareri_XP_017206631.1_gastrula_zinc_finger_protein_XlCGF57.1-like_[Danio_rerio]

Pemari_XP_032799956.1_LOW_QUALITY_PROTEIN_zinc_finger_protein_84-like_[Petromyzon_marinus]

Hosapi_KLF1_NP_006554.1

Dareri_klf4_NP_001106955.1

Phmamm.CG.MTP2014.S1.g00063.01.p

Hosapi_KLF4_NP_001300981.1

Ciinte_XP_018671291.1_zinc_finger_protein_isoform_X1_[Ciona_intestinalis]

Harore.CG.MTP2014.S319.g04934.01.p

Oidioi.CG.OSKA2016.S1.g01548.01.p

Sccani_XP_038659313.1_zinc_finger_protein_PLAGL2_isoform_X1_[Scyliorhinus_canicula]

Brbelc_XP_019626534.1_PREDICTED_zinc_finger_protein_888-like_[Branchiostoma_belcheri]

Brlanc_Znf467_BLAG14000821

Pemari_XP_032799951.1_LOW_QUALITY_PROTEIN_gastrula_zinc_finger_protein_XlCGF7.1-like_[Petromyzon_marinus]

Stpurp_XP_030835731.1_zinc_finger_protein_271_isoform_X1_[Strongylocentrotus_purpuratus]

Pemari_XP_032801000.1_zinc_finger_protein_771-like_[Petromyzon_marinus]

Pemari_XP_032799945.1_LOW_QUALITY_PROTEIN_zinc_finger_protein_OZF-like_[Petromyzon_marinus]

Sakowa_XP_006814516.1_PREDICTED_zinc_finger_protein_430-like_partial_[Saccoglossus_kowalevskii]

Xetrop_XP_004919075.1_zinc_finger_protein_OZF-like_isoform_X1_[Xenopus_tropicalis]

Sakowa_XP_002741063.1_PREDICTED_gastrula_zinc_finger_protein_XlCGF57.1-like_[Saccoglossus_kowalevskii]

Hosapi_XP_011514159.1_zinc_finger_protein_467_isoform_X1_[Homo_sapiens]

Moocci.CG.ELv1_2.S657826.g31210.01.p

Sccani_XP_038665619.1_LOW_QUALITY_PROTEIN_zinc_finger_and_BTB_domain-containing_protein_14-like_[Scyliorhinus_canicula]

Dareri_klf1_NP_571011.1
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